Key indicators: single-crystal X-ray study; T = 90 K; mean (C-C) = 0.001 Å; R factor = 0.034; wR factor = 0.103; data-to-parameter ratio = 21.9.
Anhydrous 3,4,5-trihydroxybenzoic acid, C 7 H 6 O 5 , is essentially planar, with its non-H atoms exhibiting mean and maximum deviations from coplanarity of 0.014 and 0.0377 (5) Å , respectively. The C-C-C-OH torsion angle about the bond linking the carboxyl group to the benzene ring is À0. 33 (10) . In the crystal, the -COOH groups form centrosymmetric hydrogen-bonded cyclic dimers [graph set R 2 2 (8)] and the phenolic -OH groups participate in both intraand intermolecular hydrogen bonds, forming a three-dimensional network structure.
Related literature
For distribution of gallic acid in plants and for biological studies, see: Fiuza et al. (2004) ; Ow & Stupans (2003) ; Hemingway et al. (1999) . For NMR data, see: Lu et al. (2007) . For graph sets, see: Etter (1990) ; Zaheer et al. (2010) . For related structures, see : Jiang et al. (2000) ; Okabe et al. (2001) ; Billes et al. (2007) ; Qadeer et al. (2007) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes:
Data collection: COLLECT (Nonius, 2000); cell refinement: SCALEPACK (Otwinowski & Minor, 1997) ; data reduction: DENZO (Otwinowski & Minor, 1997) (Hemingway et al., 1999) . GA and its derivatives are also present in gallnuts, oak bark, sumac, grapes, and tea leaves as one of the main phenolic components (Ow & Stupans, 2003) . Biological studies showed that GA has various properties, including anti-fungal, anti-viral, antioxidant, and anti-cancer activities (Fiuza et al., 2004; Zaheer et al., 2010) . GA is also employed as a source material for inks and paints, and as an antioxidant in food, in cosmetics and in the pharmaceutical industry.
While the crystal structures of two polymorphs of gallic acid monohydrate have been reported (P2 1 /c and P2/n) (Jiang et al., 2000; Okabe et al., 2001; Billes et al., 2007) , the structure of the unsolvated compound has not appeared. Our isolation of GA from plant material of Galega officinalis yielded anhydrous crystals when crystallized from methanol/chloroform, and allowed determination of its structure. The molecule of GA ( Fig. 1 ) is essentially planar, with mean and maximum deviations from coplanarity of 0.014 Å and 0.0377 (5) Å respectively. This is slightly more planar than that found for the monohydrate, in which the carboxyl group twists out of the phenyl plane by 2.9° (Jiang et al., 2000) .
The carboxyl group forms normal centrosymmetric hydrogen-bonded cyclic dimers [graph set R 2 2 (8) (Etter, 1990) ] as shown in Fig. 2 . The phenolic hydrogen atoms all lie nearly in the plane of the phenyl ring, with C-C-O-H torsion angle values in the range 0.4-17.5°. This is similar to those found in the P2 1 /c polymorph of the monohydrate (Jiang et al., 2000) , in which the torsion angle range is 5.9-24.5°. There is some question about the positions of these H atoms in the P2/n polymorph of the monohydrate, as one determination (Okabe et al., 2001 ) agrees with what we see in the anhydrous structure, while the other report of the P2/n polymorph (Billes et al., 2007) (1-50). Gallic acid (683 mg) was obtained from the fraction 30 (3.66 g) by using a Sephadex LH-20 column for purification. The crystals of gallic acid were formed as plates from the methanol/chloroform solution. The High resolution mass analysis (HR-ESI-MS) of the isolated gallic acid, which was conducted on an Agilent Series 1100 SL mass spectrometer, provided the molecular formula as C 7 H 6 O 5 . The NMR data, which were recorded at 400 ( 1 H) and 100 ( 13 C) MHz using a Bruker Avance DRX400 NMR spectrometer, were in agreement with those reported in the literature (Lu et al., 2007) .
Refinement
H atoms on C were placed in idealized positions with C-H distances 0.98-0.99 Å and thereafter treated as riding. Coordinates of OH hydrogen atoms were refined. U iso for H were assigned as 1.2U eq of the attached atoms (1.5U eq for OH). All peaks in the final difference map larger than 0.21 e Å -3 were located near bond centers.
Figures Fig. 1 . Molecular conformation and atom numbering scheme for the title compound with displacement elipsoids drawn at the 50% level. Symmetry codes: (i) −x+1, −y+2, −z+1; (ii) −x+1/2, y−1/2, −z+1/2; (iii) x, −y+1, z+1/2.
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